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• Based on STC hits to the Monsanto
sequence, 38,287 Monsanto-to-CUGI clone
associations were established. 1636 unique
Monsanto clones were associated with 1442
unique public markers with high confidence
(the markers are from the RGP RFLP map
or from hits to finished clones from the
IRGSP). These data were placed into our
FPC database and helped anchored 96
contigs which had not been previously
anchored.



• With CUGI data, we have anchored 281
contigs (out of 580 contigs in total)
containing 275 Mb DNA or 71% of the rice
genome.

• With Monsanto data integration, we have
anchored 377 contigs containing 339 Mb
DNA or 87% of the rice genome.



CUGI-Monsanto Map Integration

Marker Anchored 
Contig 

Genome 
Coverage 

Genome 
Coverage 

  Mb % 

CUGI 281 275 71% 

Monsanto 96 64 16% 

Total 377 339 87% 
 

 



• All but  4 of the conflicts among CUGI,
Monsanto and Finished Sequence data by
analyzing the strength of Monsanto and
CUGI data. Our first set of  marker
hybridization data confirmed our analysis.

• We are designing overgo primers based our
current physical map to anchor additional
contigs.

• Estimate that with all the data integration,
we will have a genome coverage of about
95% for the anchored contigs.









Effect of Monsanto BACs on
CUGI FPC Project

• Chromosome 3
– Contig 1770 was merged into contig 1753

Merge previously known
– Contig 1434 was merged into contig 1163

Merge previously know
– Contig 1670 was merged into contig 355

Merge unknown but both contigs were already
on map in correct order.

– Contigs 442, 328 and 468 were merged. Contig
order known, merge unknown.
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